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A R (Z2%) Woefkceds
i Code No. ALEE RN Code No. k3 a

T4 gene 32 protein 318-03253 20 pg 312-03251 100 pg
Blunting-Convenience Kit 318-06293 5 [AlH 312-06291 25 [F1H
TA-Blunt Ligation Kit 315-06541 5 [A] 311-06543 50 [51H
TA-Enhancer Cloning Kit 312-08273 5 B4y 316-08271 25 [A]4y
Smart Ladder (0.2 — 10 kbp) 313-03943 25 puLL 317-03941 500 puL
ISOGEN with Spin Column 314-07513 10 =1 318-07511 50 [A]
ISOGENOME 318-08111 10 mL 314-08113 100 mL
ISOPLANT 310-02733 20 [F1H 314-02731 100 [F1H
ISOHAIR 315-03403 10 A1 H 319-03401 100 [A1H
Pho DNA Polymerase 310-07113 50 units 314-07111 250 units

317-04161 250 units
Gene Taq FP 311-04164 50 units

313-04163 250 units X 4

319-07041 250 units
Hot-Start Gene Tagq 313-07044 50 units

315-07043 250 units X 4

311-07523 250 units
Hot-Start Gene Tag NT 315-07521 50 units

319-07524 250 units X 4

315-08383 96 714y
Hot-Start Gene RED PCR Mix 319-08381 48 [A15y

313-08384 96 [1]53 X 10
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BR 5 ka3 (Z23E) WRociklroit
BN Code No. TEERAL Code No. ELEE BT
313-05241 500 pL
OneSTEP Ladder 100 317-05244 25 uL
319-05243 500 pLx2
315-06041 500 pL
OneSTEP Ladder 50 319-06044 25 uL
311-06043 500 pLx2
310-05371 500 pL
OneSTEP Ladder 1kb 314-05374 25 puL
316-05373 500 pLx3
313-05361 500 pL
OneSTEP Ladder 500 317-05364 25 pLL
319-05363 500 pLLx3
314-06413 30 |1 H
DGGE Marker I 318-06411 6 EH
312-06414 30 [F[H X5
317-06403 30 F1HA
DGGE Marker I1 311-06401 6 [F1H
315-06404 30 [F[H X5
311-06923 30 |1 H
DGGE Marker ITI 315-06921 6 [F1H
319-06924 30 [FIH X5
318-06933 30 [F1H
DGGE Marker IV 312-06931 6 EH
316-06934 30 [F[H X5
315-06943 30 A1 A
DGGE Marker V 319-06941 6 [F1H
313-06944 30 [E[H X5
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